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A BB RRC A P58, /INBERR A 5-H 4R
KA T BYECA E S — > A, /NBER
JE—Fh DNA AR, B T HZ) Bl 5 & 22 24 i 25 55 HE
B BRIV TR 25 O o T 285 R AR g
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Anti-superbacterial infection of bacterial sortase A inhibitors
and their prospects of application

WANG Qi"?, Al Chang-hong?® SHANG Qing-hui'®
(1. Hulunbuir People' s Hospital, Hulunbuir 021000, China; 2. Hulunbuir Sino-Mongolia Hospital,
Hulunbuir 021000, China; 3. Hulunbuir Medical School, Nationalities University of
Inner Mongolia, Hulunbuir 021000, China)

Abstract: Over the past decades, global antimicrobial resistance has become increasingly
prevalent, and the morbidity and mortality of infectious diseases caused by multidrug-resistant bacteria
have increased year by year. The research on antimicrobial resistance mechanisms has found that the
antivirulence therapy may be a new option for fighting superbug infections. Bacterial sortase A (SrtA), a
bacterial cell embrane enzyme that immobilizes key virulence factors on the cell wall surface of ram-
positive bacteria, plays an important role in the pathogenesis of Gram-positive superbugs. Through rec-
ognition, thioesterification and transpeptidation of microbial surface components, SrtA anchors
adhesion matrix molecules to bacterial peptidoglycan, thus preventing bacteria from clinging to specific
tissues/organs by inhibiting SrtA and making it impossible for them to attack host cells or evade the
host’s immune response. Furthermore, SrtA is not required for bacterial growth or activity and is readily
available on the cell membrane, making it an ideal target for the development of antivirulence therapy
drugs. In this paper, the research progress in synthetic small molecules, peptides, natural products and
other SrtA inhibitors is summarized, and the applicability of SrtA inhibitors in the treatment of super bacterial
infections is analyzed

Key words: antimicrobial resistance; anti-virulence therapy; Gram-positive bacteria; sortase A;
inhibitors; virulence factors
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